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Education: Ph.D., Crop Sciences, 1986, Michigan State University, East Lansing. 
 
Positions Held: 
January 2000-Present, Senior Staff, Leader of Agrobiodiversity and Biotechnology Project, 
CentroInternational de Agricultura Tropical (CIAT, AA 6713; tel 57-2-4450000; fax: 57-2-
445-0073; Cali, 
Colombia). Responsibilities include coordinating the Agrobiodiversity and Biotechnology 
projectcomposed of 11 internationally recruited PhD researchers, setting up a microarray-
gene expression andSNP facilities and conduct research on genome analysis for stress 
and nutritional traits. 
 
Since 2004. Biotechnology coordinator for the HarvestPlus program. Responsibilities 
include: help to identify and negotiate joint activities with the private sector; identify new 
nutritional genomics partners and funding; provide written assessments of annual reports; 
funding raising; work with the nutrition genomics group in developing guidelines for the 
competitive grants and set up an external panel for the review of the proposals. 
 
2001-2003. Co-coordinator of Biofortification Challenge Program of the CGIAR on 
Harnessing Agricultural Technology to Improve the Health of the Poor: "Biofortified" Crops 
to Combat Malnutrition. Acting biotechnology and breeding coordinator for HarvestPlus. 
 
Since 2003 co-chair of the Global Cassava Partership. 
 
February 1992-1999. Senior Staff, Biotechnology Research Unit, Centro International de 
Agricultura Tropical (CIAT), Cali, Colombia. Geneticist in charge of genome analysis 
section. Responsibilities include planning, execution of research and analysis of results, 
supervision of post doctoral fellows, assistants and students. 
 
Research areas include: Characterization of genetic diversity of wild and cultivated 
Phaseolus and Manihot; phylogeny of Phaseolus and Manihot; identification of gene pools 
for bean, cassava, rice and Brachiaria; tagging of useful genes like genes of resistance to 
rice blast, whitefly resistance in cassava and apomixis in Brachiaria; construction of 
molecular map and BAC library of Cassava; development of microsatellites for bean and 
Brachiaria; setting up facilities for markers assisted selection for bean and rice; training in 
the area of molecular markers for germplasm characterization and uses in breeding 
programs; setting up sequencing and gene expression facilities. 
 
 
 
 



June 1989-January 1992. Senior Research Fellow, Biotechnology Research Unit, Centro 
International de Agricultura Tropical (CIAT), Cali, Colombia. Responsibilities include: 
setting up molecular markers lab, RFLPs and RAPDs research on rice for tagging 
resistance genes to blast and hoja blanca virus, integration 
of molecular assisted selection in rice breeding program, initiate RFLPs and RAPDs genes 
tagging in bean, characterization of wild and cultivated bean germplasm with molecular 
markers, establishment of a bean core collection, supervision of students' thesis. 
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Funding Support: 
2000-2003: Co PI with Steve Beebe. Grant from the government of Belgium for genome 
mapping in Phaseolus vulgaris. Total amount: 1.391292 US$. Partners: Univ. Ghent, 
Belgium. 
2001-2005: PI: Grant from BMZ, Germany on mapping of Aluminum tolerance of Crops on 
Low-fertility Acid Soils. Total amount: 684,965 US$. Partners: Univ. Hannover, Germany. 
2001-2004: Co PI, Grant from DGIS, Holland on Cassava Biotechnology Network. Total 
amount: 903,000 US$. Partners: National Programs in Colombia, Brazil, Ecuador and 
Cuba. 
2003-2006: Co PI with Steve Beebe; Grant from BMZ, Germany on Bean genomics for 
improved drought tolerance in Central America. Total amount: Total amount: 769,915 US$. 
Partners: Univ. Hannover and national programs in Central America. 
2001-2004: Collaborating researcher: Grant form USDA on rice genomics with Yale 
University. Total amount 50,000US$. 
2003-2005: PI. USAID grant on: Expanding the range of uses of cassava starch: A source 
of income generation. Total amount: 600,000 US$. Partners: Ohio State University. 
2005 Coordinator of CIDA grant on: Biofortified Crops with Improved Vitamin A, Essential 
Minerals and Quality Protein, a collaborative project CIAT and a partnership of 
International Agricultural Research Centers and National Agricultural Research Systems in 
Latin America. Total amount: 15, 000,000 US$. 


