
 
 
 
 
 
 
 
 
 

 
 

JEAN CHRISTOPHE GLASZMANN 
 
 
 
Born in 1957 in France  
 
CIRAD, Centre de Coopération Internationale en Recherche Agronomique pour le 
Développement, Avenue Agropolis, 34398 Montpellier Cedex 5, France 
  

 

Positions held 

2007 – 2010  Cirad, Scientific Director & Department Director 
In charge of a research department on Biological systems (Bios) at Cirad with 350 scientists 
working on biological systems in an agricultural context. The scientific domains covered 
include description and analysis of genetic diversity, functional analysis of genotype * 
environment interactions, parasitic and symbiotic interactions and ecological dynamics. The 
main integrative drivers are crop improvement and management of sanitary risks for plants 
and animals. 
 
2004 – 2010  CGIAR Generation Challenge Programme, SubProgramme Leader 
In charge of a SubProgramme (SP1) on crop genetic diversity within the GCP. Five main 
themes are covered: creation of an improved understanding of the structure of the diversity 
for the major world food crops; development of a range of flexible high-throughput 
genotyping techniques accessible in reference laboratories; establishment and implementation 
of a scientific and organisational framework to describe tolerance to drought; identification of 
favourable genes and superior alleles through association studies; development of novel 
population approaches for relating genotypes to phenotypes. 
 
1999-2006  Cirad, Director of a Mixed Research Unit  
In charge of a research unit (Cirad, Inra, SupAgro, Montpellier University 2) including 40 
scientists, focussed on the search for genetic variation which has value for crop breeding; this 
included genetic diversity analysis, comparative genomics, marker-assisted breeding and 
bioinformatics on a broad range of tropical crops such as rice, sorghum, wheat, sugarcane, 
banana, coconut, rubber tree, cacao, coffee, cotton, oil palm, etc 
 
1997-2004  Cirad, Program Leader 
In charge of a scientific platform on plant biotechnology and genetic resources, comprising 
laboratories of genome analysis, tissue culture, genetic transformation and cyto-histology. 



 
1996-1997  Cirad, Head of Research Unit 
In charge of a Cirad research unit conducting plant breeding on rice, sorghum, cotton, 
sugarcane, yam and taro 
 

Education and distinctions 

1982  Docteur-ingénieur in plant ecological genetics, INAPG 

1993  Habilité à Diriger des Recherches, University of Paris XI (Orsay)  

1995  Qualified University Professor (National) 

2008  Jean Dufrenoy Award, Académie d’Agriculture de France 
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